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On November 241, 2020), this report was posted as an MMWER
Early Release on the MMWR website (https:/fwrne cee.gov/mmuer).

During August 716, 2020, a motorcyele rally was held
in western South Dakota thar artracted approximately
460,000 persons from across the Unired States to numerous
indoor and outdoor events over a 10-day period. During
August—September 2020, the Minnesota Department of
Health (MDH) investigated a coronavirus disease 2019
1COVID-19) outbreak associated with the rally in Minnesota
residents. Fifty-one primary event-associated cases were
identified, and 35 secondary or terriary cases occurred
among houschold, social, and workplace contacts, for a total
of 86 cases; four patients were hospirtalized, and one died.
Approximately one third (34%) of 87 counties in Minnesota
had ar least one primary, secondary, or tertiary case associated
with this rally. Genomic sequencing supported the associa-
tions with the motorcycle rally. These tindi ngs SUPPOrt current
recommendations for mask use, physical distancing, reducing
the number of artendees at gatherings, isolation for patients
with COVID-19, and quarantine for close contacts to slow
the spread of SARS-CoV-2 (1. Furthermore, although these
findings did not caprure the impact of the motorcycle rally
on residents of other stares, they demonstrate the rationale tor
consistent mitigation measures across states,

Investigation and Findings

On August 21, 2020, MDH identified confirmed
COVID-1Y cases in persans who reported artending the moror-
cycle rally in the neighboring state of South Dakora. A primary,
event-associated case was defined as an illness in a person
who reported artending the rally or who traveled to western
South Dakora by motorcycle during August 7-16 and who

had symptom onset or specimen collection before August 30

through 10 days after symptom onset).* To assess expo
interviews included questions abour travel and being it
cific sertings, such as bars or restaurants, schools, healt
facilities, or events or social gatherings in the 14 days |
symprom onset. During August—Seprember 2020, MDI
local health deparement staff members interviewed = 8(
patients with a confirmed SARS-CoV-2 infection.

Secondary and rertiary cases were identified from
interview dara. Confirmed secondary cases were defin
laboratory-confirmed infections in persons who did not 2
the rally bur who received SARS-CoV-2—posirtive test 1
after having contact with a person who had a priman
during their infectious period. Tertiary cases were labor:
confirmed cases in persons who had contact with a persa
had a secondary case during their infectious period. 1
event-associated secondary cases were confirmed infectic
patients who had contact with a person who had sympro
COVID-19 and had attended the motorcycle rally bu
were not tested. Likely event-associated rertiary cases
confirmed infections in patients who had contact with pe
who had a likely evenr-associated secondary case during
infectious period.

To investigate genomic similarity among COVID-19
available SARS-CoV-2 RNA-positive clinical speci
were obtained from clinical laboratories, and whole ge
sequencing was conducted at the MDH Public H
Laboratory on 38 specimens using previously desc
methods (2). Phylogenetic relationships, including di
clustering of viral whole EENOME SEqUEnces, were in ferred
on nucleotide differences via IQ-TREE' using general
reversible substitution models (3) as a part of the Nexts
workflow (4). This activity was reviewed by CDC and wa
ducted consistent with applicable tederal law and CDC p



